O. celebensis, a species closely related to the medaka We find that the gene duplication generating dmrt1b(Y) and in the same genus. For cloning genes that are oroccurred recently during the evolution of the genus thologous to dmrt1a and possibly to dmrt1b(Y), primers Oryzias. The gene is absent from all other fish species were designed from sequences flanking the highly constudied. Therefore, it may not be the male-sex deserved DM domain of both genes. The almost full-length termining gene in all fishes.
In addition, no second copy of dmrt1 was found in the draft version of the genome of Takifugu rubripes (95% coverage, Joint Genome Institute, http://genome. jgi-psf.org/fugu3/fugu3.home.htm).
The absence of a gene is difficult to establish because only negative evidence can be obtained to reach such a conclusion. Nevertheless, the fact that several methods failed to detect any trace of a second copy of dmrt1 in 
